
Figure 1 (SEQ ID NO : 1 ) 

1 ATGAAGAAAC ATCTTAAAAC AGTTGCCTTG ACCCTCACTA CAGTATCGGT AGTCAGCCAC 
61 AATCAGGAAG TTTTTAGTTT /AGTCAAAGAG CCAATTCTTA AACAAACTCA AGCTTCTTCA 
121 TCGATTTCTG GCGCTGACTA - CGCAGAAAGT AGCGGTAAAA GCAAGTTAAA GATTAATGAA 
181 ACTTCTGGCC CTGTTGATGA- TACAGTCACT GACTTATTTT CGGATAAACG TACTACTCCT 
241 GAAAAAATAA AAGATiT^TCT TGCTAAAGGT C C G AG AG AAC AAGAGTTAAA GGCAGTAACA 
3 01 GAGAATACAG AATCXGAAAA - GCAGATCACT TCTGGATCTC AACTAGAACA ATCAAAAGAG 
3 61 TCTCTTTCTT TAAATAAAAC AGTGCCATCA ACGTCTAATT GGGAGATTTG TGATTTTATT 
421 AC T AAGGGG A AT AC C GTTGT TGGTCTTTCA AAATCAGGTG TTGAAAAGTT ATCTCAAACT 
481 GATCATCTCG TATTGCGTAG TCAAGCAGCA GATGGAACTC AATTGATACA AGTAGCTAGT 
541 TTTGC TTTT A CTCCAGATAA AAAGACGGCA ATTGCAGAAT ATACCAGTAG GGCTGGAGAA 
601 AATGGGGAAA TAAGCCAACT AGATGTGGAT GGAAAAGAAA TTATTAACGA AGGTGAGGTT 
661 TTTAATTCTT ATCTACTAAA GAAGGTAACA ATCCCAACTG GTTATAAACA TATTGGTCAA 
721 GATGCTTTTG TGGACAATAA GAATATTGCT GAGGTTAATC TTCCTGAAAG CCTCGAGACT 
781 ATTTCTGACT ATGCTTTTGC TCACCTAGCT TTGAAACAGA TCGATTTGCC AGATAATTTA 
841 AAAGCGATTG GAGAATTAGC TTTTTTTGAT AATCAAATTA CAGGTAAACT TTCTTTGCCA 
901 CGTCAGTTAA TGCGATTAGC AGAACGTGCT TTTAAATCAA ACCATATCAA AACAATTGAG 
9 61 TTTAGAGGAA ATAGTCTAAA AGTGATAGGG GAAGCTAGTT TTCAAGATAA TGATCTGAGT 
1021 CAACTAATGC TACCTGACGG TCTTGAAAAA ATAGAATCAG AAGC TTTT AC AGGAAATCCA 
10 81 GGAGATGATC ACTACAATAA CCGTGTTGTT TTGTGGACAA AATC TGG AAA AAATCCTTCT 
1141 GGTCTTGCTA C TG AAAAT AC CTATGTTAAT CCTGATAAGT CACTATGGCA GGAAAGTCCT 
1201 GAGATTGATT AT AC T AAATG GTTAGAGGAA GATTTT AC C T ATCAAAAAAA TAGTGTTACA 
12 61 GGTTTTTCAA ATAAAGGCTT ACAAAAAGTA AAACGTAATA AAAACTTAGA AATTCCAAAA 
H . 13 21 CAGCACAATG GTGTTACTAT TACTGAAATT GGTGATAATG CTTTTCGCAA TGTTGATTTT 

n 13 81 C AAAAT AAAA CTTTACGTAA ATATGATTTG GAAGAAGTAA AGCTTCCCTC AACTATTCGG 

P«l 14 41 AAAAT AGGT.G CTTTTGCTTT TCAATCTAAT AAC TTGAAAT CT.TTTGAAGC AAGTGACGAT 

I** 1501 TTAGAAGAGA TTAAAGAGGG AGCCTTTATG AATAATCGTA TTGAAACCTT GGAATTAAAA 

1561 GATAAATTAG TTACTATTGG TGATGCGGCT TTCCATATTA ATCATATTTA TGCCATTGTT 
Cp 1621 CTTCCAGAAT CTGTACAAGA AATAGGGCGT TCAGCATTTC GGCAAAATGG TGC AAATAAT 

16 81 CTTATTTTTA TGGGAAGTAA GGTTAAGACC TTAGGTGAGA TGGCATTTTT ATCAAATAGA 

17 41 CTTGAACATC TGGATCTTTC TGAGCAAAAA CAGTTAACAG AGATTCCTGT TCAAGCCTTT 

18 01 TCAGACAATG CCTTGAAAGA AGTATTATTA CCAGCATCAC TG AAAAC GAT TCGAGAAGAA 
t'* h 18 61 GCCTTCAAAA AGAATCATTT AAAAC AAC TG GAAGTGGCAT CTGCCTTGTC CCATATTGCT 

5 1921 TTTAATGCTT TAGATGATAA TGATGGTGAT GAACAATTTG ATAATAAAGT GGTTGTTAAA 
**% 1981 ACGCATCATA ATTCCTACGC ACTAGCAGAT GGTGAGCATT TTATC GTTG A TCCAGATAAG 

2 041 TTATC TTCTA CAATAGTAGA CCTTGAAAAG ATTTTAAAAC TAATCGAAGG TTTAGATTAT 

6 2101 TCTACATTAC GTC AG AC TAC TCAAACTCAG TTTAGAGACA TGACTACTGC AGGTAAAGCG 
FU 2161 TTGTTGTCAA AATC T AAC C T CCGACAAGGA GAAAAACAAA AATTCCTTCA AGAAGCACAA 
jL^ 2221 TTTTTCCTTG GCCGCGTTGA TTTGGATAAA GCCATAGCTA AAGC TG AG AA GGCTTTAGTG 

2281 ACCAAGAAGG CAACAAAGAA TGGTCAGTTG CTTGAAAGAA GTATTAACAA AGCGGTATTA 

?f 2 341 GCTTATAATA ATAGCGCTAT TAAAAAAGCT AATGTTAAGC GCTTGGAAAA AGAGTTAGAC 

!U '2401 TTGC TAAC AG GATTAGTTGA GGGAAAAGGA CCATTAGCGC AAGC T AC AAT GGTACAAGGA 

2461 GTTTATTTAT TAAAGACGCC TTTGC C ATTG C C AG AAT ATT AT ATC GG ATT GAACGTTTAT 

2521 TTTGACAAGT C TGG AAAATT GATTTATGCA CTTGATATGA GTG AT AC TAT TGGCGAGGGA 

2581 C AAAAAG AC G CTTATGGTAA TC C TAT ATT A AATGTTGACG AGGATAATGA AGGTTATCAT 

2 641 GCCTTGGCAG TTGCCACTTT AGCTGATTAT GAGGGGCTCG ACATC AAAAC AATTTTAAAT 

27 01 'AGTAAGCTTA GTCAATTAAC ATCTATTCGT CAGGTACCGA CTGCAGCCTA TCATAGAGCC 

27 61 GGTATTTTCC AAGCTATCCA AAATGC AGC G GCAGAAGCAG AGCAGTTATT GCCTAAACCA 

2 821 GGTACGCACT C TG AG AAGTC AAGCTCAAGT G AATC TGC T A ACTCTAAAGA TAGAGGATTG 

2 881 CAATCAAACC CAAAAACGAA TAG AG G AC G A CACTCTGCAA TATTGC C TAG GACAGGGTCA 

2 941 AAAGGC AGC T TTGTCTATGG AATCTTAGGT TACACTAGCG TTGCTTTACT GTC AC TAAT A 

3 001 AC TGC T ATAA AAAAGAAAAA ATATTAA 
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Figure 2 (SEQ ID NO : 2 ) 



1 MKKHLKTVAL TLTTVSWTH N OEVFSLVKE 

61 TSGPVDDTVT DLFSDKRTTP EKIKDNLAKG 

121 SLSLNKTVPS TSNWEICDFI TKGMTLVGLS 

181 FAFTPDKKTA IAEYTSRAGE NGEISQLDVD 

241 DAFVDNKNI A EVNLPESLET I SDYAFAHLA 

3 01 RQLMRLAERA FKSNHIKTIE FRGNSLKVIG 

3 61 GDDHYNNRW LWTKSGKNPS GLATENTYVN 

421 GFSNKGLQKV KRNKNLE I PK QHNGVTITEI 

481 KIGAFAFQSN NLKSFEASDD LEEIKEGAFM 

541 LPESVQEIGR SAFRQNGANN LIFMGSKVKT 

601 SDNALKEVLL PASLKTIREE AFKKNHLKQL 

661 THHNSYALAD GEHFIVDPDK LSSTIVDLEK 

721 LLSKSNLRQG EKQKFLQEAQ FFLGRVDLDK 

781 AYNNSAIKKA NVKRLEKELD LLTGLVEGKG 

841 FDKSGKLIYA LDMSDTIGEG QKDAYGNPIL 

901 SKLSQLTSIR QVPTAAYHRA GIFQAIQNAA 

961 QSNPKTNRGR HSAILPRTGS KGSFVYGILG 



PILKQTQASS SISGADYAES SGKSKLKINE 

PREQELKAVT ENTESEKQIT SGSQLEQSKE 

KSGVEKLSQT DHLVLPSQAA DGTQLIQVAS 

GKEIINEGEV FNSYLLKKVT IPTGYKHIGQ 

LKQIDLPDNL KAIGELAFFD NQITGKLSLP 

EASFQDNDLS QLMLPDGLEK IESEAFTGNP 

PDKSLWQESP EIDYTKWLEE DFTYQKNSVT 

GDNAFRNVDF QNKTLRKYDL EEVKLPSTIR 

NNRIETLELK DKLVTIGDAA FHINHIYAIV 

LGEMAFLSNR LEHLDLSEQK QLTEIPVQAF 

EVASALSHIA FNALDDNDGD EQFDNKWVK 

ILKLIEGLDY STLRQTTQTQ FRDMTTAGKA 

AIAKAEKALV TKKATKNGQL LERSINKAVL 

PLAQATMVQG VYLLKTPLPL PEYYIGLNVY 

NVDEDNEGYH ALAVATLADY EGLDIKTILN 

AEAEQLLPKP GTHSEKSSSS ESANSKDRGL 
YTSVALLSLI TAIKKKKY* 



2/6 



Figure 3 



Clusnal W (1 . 4 )- multiple sequence alignment 



7 , Sccjucncea Aligned. 
Gaps Inserted .= 0 



Alignment. Score = 118 839 
Conserved Identities = 93 6 



Pair-wise Alignment: Mod«: Fast 
Pairwise Alignment Paraneners : 

• fctup = 1 Gap Penalty = 3 "Top Diagonals =» 5 • Window Size 

Multiple Alignment Parameters: ' 
Open Gap Penalty = 10.0 ^Extend Gap Penalty =0.1 
Dal ay Divergent - 40-% Gap Distance = 3 

Similarity Matrix: bio sum 

Processing time: 12.9 seconds 
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Spy7<J_M3 


1 


DTAES 


. 5 


Spy70_M5 


1 


LVjfEP ILTTOTQ AS S S I S GADYAES 


24 


spy 69 — MS 


1 


KCTTQAS S S ISGADYAZS 


17 


Spy63_M2 


1 


IiVKEPILKQTQASSSISGADxAES 


24 


SpyS0_Ml 


1 


LVKBPILXQTQASS^ISQADYAES 


24 


123 57_r*lS 


1 


VXEPILKQTQASSSISGADYASS 


23 


7G0294_N1 


1 


KKKKLKTVALTLTWSVVTHNQEVFS^ 


50 



* + -i, * * 

Spy7 4_M3 6 SGXSKLKZNETSGPVDDTVTDIjFSDKRTTPEKIKI^^ 55 

Spy70_M5 2 5 SGKSXIJCINErSGPVDDTVTOLFSDKRTO 74. 

Spy£9_M6 18 SGKSKLKINETSGFVDDTVTDLFSDKRTTPHKIKDOT^AXGPRSQELKAVT 67 

SpySa_M2 25 SGKSKLKINETSGPVDDTVTDLFSDKKTTP2KXKDNLJ^GPRSQ^KTVT , 74 

Spy6 0JMl 25 SGKSKliKIWE^SGPVDDTVTDIjrSDKRTTPEKXKDr^AKGPREQELKAVT 74 

12357_M13 2'4 SGKSKLKINETSGPVDDTVTDLFSDKXTT^^ 73 

7002 94_M1 . 51 i5GXSKLKINETSGFVDDTVTDL?SDK3.TTPEKIKDl^AKGPREQELKAyT .100 

Spy74__M3 5 6 E2ST2SEKQITSGSQLEQSKESLSLNKKVPSTSNTO 105 

Spy7 0_il5 75 EMTESEKQltfSGSQLEQSKESIiSLNKRVPSTSNW^ 124 

Spy69_£16 69 EWTESEKQIWSGSQLEQSKESLSIjNKKVPSTSKWEXCDFITKGNTIjVGL»S 117 

Suy63_M2 75 EOTESEKQJTSGSQLEaSKBSLSLNKTVPSTSNWElCDFXTKGN'TLVGl.S 124 

Spy60_Ml 75 ENTESEKQITSGSQLEGSXESLSIiNlCrVPSTSNWEICDFXTKGNTLVGXiS 124 

12357_J1ia 74 ElOTESEKQINSGSQLEQSKESLSIJsIK^VPSTSNW^ 123 

700294.JM1 101 EOTESEXQITSGSQLEQSXESLSI.flXTVPSTSi!W^ ISO 



Spy74_M3 106 KS GV3KL S QTDHLVXi P S Q AADGTQL I QVAS FAFTPDKKTAXAEYT SRAGE 155 

Spy70_W5 12S ICS GVBKX.S QTDEL»VLP S QAADGTQL XQVASFAFTFDKXTAIA2YTS3AGE 174 

Spy69_rt6 118 KSGVEKLS QTDHLVliPSQAADGTQL I QVASFAFTPDKKTAZAKYTSHAGE 167 

Spy63_M2 125 KSGVEKLSQTO^VXPSQAADGTQLIQV^ 17 4 

Spy 6 O^Ml 12 5 XSGVEXLSQTDHI-VLPSQAAJ^GT^LIQVASFAFTPDKKTAXASYTS'RAGE 17 4 

12357^116 124 KSGVEKLS QTDHLVL.PS QAADGTQLXQVASFAFTPDKXTAXAEYTSRAG3 173 

700294_M1 151 K S GVEKLS QTDH LVL ? S QAADGTQL I Q V?\S F AFT PD JCKTAIAEYT SBAG E 200 
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f 




t 



Spy7 4.JW3 

Spy70jW5 

Spy69_M6 

SpyS3_M2 

Spy6 0_Ml 

123 57_M18 

700294_M1 



Spy74_M3 
Spy7 0_KS 
SpyS9^f6 
Spy68_JH2 
SpySOJIl 

700294_Ml 



\* Spy74_Zl3 
Spy7 0Jl5 
p Spy69_J*6 
%.I Spy6B_M2 
m Spy60_Wl 

12357_W13 
*" 700294JM1 
U! 

'„ Spy74_M3 
£*% Spy70_M5 
Spy69_W5 
lH Spy68_M2 
fU Spy60_Ml 
U 123 57 JH8 
n 700294 Ml 

ru 

Spy74_tf3 

Spy70_M5 

Spy69_M6 

Spy68_M2 

SpySO _Jfl 

12357_M18 

700294 JM1 



Spry7 4_M3 

spy 7 o_jn5 

Spy69_M6 

Spy68_M2 

Spy60_Ml 

12357_JK1S 

70Q294_M1 



15 6 NGEISQLI7VrTCKSITK£GK\rFi^SYLIjKKVTIi^ 2 05 
175 NGEI S QLBVDGKE I INEGSVFNS YLLKKVT I PTGYXHX GQDAFVDNKNX A 224 

16 8 NGEI S QLDVDGKE IXNEGBVPNSYLLKKVTI PTGYKHI GQDAFVDNKNI A 217 

17 5 NGE T S QLXJVDGKEX XNEGSVFNS YLLKKVT T PTGYRH I G QDAFTONKNX A 224 
17 5 NGEISQIiD^DGXEIXOTGEVFNSYLLJtKVTlPTG^ 1 224 
17 4 NGEISQLDVTCKSIDraGEVT^SY^ 223 
201 NGEXSQLDVDGKEIIiraGEVFNSyLLKKVTIP^ 250 



20 6 ^E^NLPESLETISDYAPAHLALKQIDLPDNLKAIGBZAFFDNQITGKLSLiP 2 55 

225 EVNL?£SIj£TXSDYAFAHIJ\I^KQIDLPDNIJCAXG£IiAFFDNQXTGKLSLP 274 

213 EVNT-PESLETISDYAFAHLALKQ X DL. PDJ^KAI CELAFFtXMQ ITGKIj SL» P 267 

22 5 EVNX. P S.S LET X SDY AF AHLALKQ IDLPDNL KA I GELAFFDTJ Q ITGlCIiSTJ P 274 

225 EVNLPESLETISDYAFAHXALKQIDLPDNLKAIG 274 

22 4 :EW^-P SSL ETTSI^ -273' 

251 BVNLPESLHTXSOTAFAHLALKQIDLPDNLKAIGBLAFFI^QlTGKLSIiP 3 00 



256 RQLMRIiAERAFKSNHXKTIEFRGNSIiKVIGEASFQDNDDSQIj^ 3 05 

275 RQLraiiAERAFKSNHrKTXEFRGNSLI^ 324 

268 RQLMRIjAERAPKSNHXKTIEFRGNSIjKVTGEAS FQDNDL S Q LML PDGL EK 317 

275 RQLMRXAERAFK SNHXXTZEFRGNSLKVX GEASFQDNDL S QLML PDCLEK 324 

275 RQU^^LAERAFKS^WI^TTEFRGNSIJKVICEASFQD^roLSQLMIJpDGIlSK 324 

27 4 RQLT1RLAE RAFK 5 NHI KTXEFRGNSIiKV I G EAS FQDNDL S QLML PDGL BK 3 23 

301. RQIjMRLAERAFKSNHXKTX3FRGN5LKVTGB?^5FQDNDLSQLMLPDGIjEK 3 50 



306 IES EAFTC^PGDDHYNNRV^WTKS GKNPYGLATENTYVNPDKS LWQBS P 3 55 

325 I E S EAFTGNPOTDHYNNRVVL WTKS GKNPYG ^TESTTYVNFDKS LWQES P 374 

318 XES^FTGNPGI?D1TYNNRVVL LWQBS P 3 67 

325 I ES EAF'TGNPGDDHYTOniVVLWTKS GKNFY Gl^TENTYVNPDKS LWQES P 374 

3 25 lESEAFTGNPGDDHYNJTRWLWTKSGl^ 374 

324 IES EAFTGOTGDDHYNNRVVLWTKSGKNPYGLAT P 373 

351 IESEAFTGNPGDDITCNtnWVLWTKSGKire^ 400 



3 55 EXPYTKWL HEDP yQlOTSVTGySSKGLQKVnCRSfieNLgXPXQHNGVTXTBI 4 05 

375 EIDYTKWLEEDFTYQOTSVTGFSSKGLQK^^ 424 

3 68 BXDYTKWLEEDFTYQKNSVTGFSSKGLQKVKRITOn-EIPKQHNGrVTXTEI 417 

375 EIDYTKWLEEDFTyQKNSVTGFSNKGLQKV30^NKP^EXPKQHNl5VTITEI 424 

3 75 EIDYTKWLEEDFTYQKNSVTGFSI^aijQKVKRNro^EXPKQHNGVTITEI . 424 

374 EIDYTKWIjEEDFTYOKNSVTQFSSKGLQKVKRNKNLEIPKQHNGVTITEI 423 

401 EIDYTKWLEEDFTyQKNSVTGFSNKGLQICVKRNKNL 450 



406 GDNAFRNVDFQNKTLRXYDLEEVKLPST^ 455 

425 GD^AFRNVDFQNKTLRKV DJjEEVKXtP ST IRXI GAF AFQSNMLKS FEASDD 474 

418 GDNAFRNVl^QNICrLRKYDLEEVKLPSTXRKXGAFAFQSNMIjKS FEASDD 467 

425 GDNAFRNVDFQNKTlJlivYDLEEVKLPSTXRKIGAFAFQSNMLKSFEASDD 474 

425 GDNAFRNVDFQNKTLRKYDLEEVKLPSTIRXIGAFAFQSNJOLKSFEASDD 474 

424 GDNAFRKVDFQNKTLRKYDLEEVKLPSTXRKXGAFAFQSNNTjKS FEASDD 473 

451 GDNAFRNVDFQNKTLRKYDLEEVXLPSTIRXXGAFAFQSNNLKSFEASDD 500 
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4. c c 


Spy 7 O^MS 


475 


Spy69_M6 


468 


Spy6 3_M2 


475 


SpySO^Ml 


475 


12357JM18 


474 


700294_M1 


501 


Spy7 4_M3 


506 


Spy70_MS 


525 


Spy69__MS 


sia 


Spy 6 S_M2 


52S 


Spy60_JMl 


525 


12357_M18 • 


524 


700294 _M1 


551 



C3 


Spy 74^3 


555 




Spy70_M5 


575 


eg 


Spy69_MS 


568 




Spy 6 8 _JH2 


575 


m 


Spy60_Ml 


575 


• .. S 


12357_M18 


574 




700294_M1 


601 


Pi 








Spy74_^j3 


506 


i y 


Spy70_H5 


625 


ru 


Spy59_M6 


618 




Spy6B_M2 


625 




Spy60 ^Ml 


625 


ru 


12357_M1B 


624 




700294_Ml 


651 




Spy74_K3 


656 




Spy70_JH5 


675 




Spy6 9_M6 


668 




Spy68_H2 


675 




Spy60_m 


675 




12357_M1S 


674 




700294_M1 


701 



LEBIKEQAFMNNRIETLELKDXLVTIGDAftFHINHIYAIVLPESVQEIGR 5 05 

LEE XKEQaPMNNRIETLBLKDKLVTIGDAAPHINHlVA IVTjPESVQBigb 524 

LEBIKZGAFW^^ETLEUOJKLVTIGDAAPHINHIYJU^PESVQBIGR 517 

LEEIKEGAFMNPmiETLELKDKLVTIGDAAFHINHIYAXVl.PESVQErGR 524 

LEEIKEGAFMNmiETLELKDKLVTIGDAAFHINHXYAIVLPESVQEIGR 524 

LEEIKEGAEMWNRIETLEIiKDKLVTIQDAAFHISIHIYAIVTjPHSVQEIGR 523 

* 55f 55 * ?5 * ^^• VTIGDAA? HI N HIYAXVI J PESVQEIGR 550 

SAFRQNGflNNLIFlTOSKVKTIGEMAFr.SWRLEHX.Dl.SEQKQLTBlPVOAP SSS 

SAPRQNGANOT.IF>IGSK^LGEMAFI.SWRX,SHl.Dt,SEQKQLTEIPVQAP 5 74 

SAFRQlTOAl^IPMGSKVKTLGSMAFLSNRLEHLDLSEQKQI.TEIPVOAP S 67 

SAERQ^At^IRSGSKV^L^ 5 7 4 

SAPRQNGANNLIFMGSKUKTLGEMAPLSNRLEHL.DLSEQKQLTEIPVQAP 574 

SAFRQNGAN^IFMGSKVKTLGS^LSmLEHLDLSEQKQLTEIPVOAF 573 

f^5?^t^^^f^^' GE ^ LS ^ E ^ LSE ^ LT B^VC2AP 600 

SDNALKEVLLPASLKTIREEAFKKNHIiXQI<EVASALSHIAPNALDDNDGD S 05 

^n^™^ 3 ^^^ f ^^ LKQL ^ SALSHlA ™ALD0 N I«D 624 

sdnaijcevllpasijctireeafjcknhlkqlevasalshiafnal 



617 

iDDMDGD 624 



fn^^^^ LKTIRE ^ FKI ^ LKQI ' EVASALSHIAFN ALDDNDGD 624 

5?55^5^^55^I^5555!™^^^f^fHIAFNALDDNDGD 650 

k« ::?:i??!£y^ Tmm3Y; ^^ ess 

625 E Q FDNKVWKTKKNS Y ALAXX3 EHP TVD PDKL S ST TVDLEX I LJCL IEGLD Y 674 

EQFDNKVyVKTHHWSYALADGEHPIVDPDKLSSTIVDEEKILKLIEGIJ3Y 667 

EQFDNKVVVKT«HNSYAX^raFIVI3PDKESSTMIDLEKILKLIEGLDY 674 

EQFDNKVWKTHHNSYAliADGEHFIVDPDKLS STI VDLEKILKL'IEG LDY S74 

EQPDNKVVVKTHHNSYAIiADGEHF XVDPDKL S STI VDL.2K X LK I> I EGLDY 673 



STLROTTQTQPHIJMTTAGXALLSKSKLRQGEKaKFlXJEAQPFLGRVCLDK 70S 

STLRQTTQTQERDMTTAGXALLSKSNLHQGEKQKFI^E AQF7I .CRVDtDK 7 17 

f^T^^ ?1U ^ AG ^ LSKS ^ RQGEKQKF ^^Q FI ^eRVDMK 724 

^^^^r X ^ Aa ^ LSKS ^ RQGEKQKPL ° EA QFFEGRVDLDK 724 

STLRQOTQTQPRDMT7A3KAIXSKSNLRQGEKQKELQEAQFFLGRVDLDK 723 



Spy74_M3 
Spy 7 0_M5 
Spy63_M6 
Spy63_H2 
Spy60_Ml 
123 57_ma 
700294 Ml 



7 06 A IAXAEXALVTKKATKNGQLLGRS XNKAVIiAYNNS AIKKANVKRLEKEIiD 75 5 

725 AIAXAEXAL^RKATX^ "J 

718 A I AKAEKALUTKJCATKWGQLL ERS INXAVSAYJJNS A IXKANVKRLEXEIiD 767 

7?5 A ? A ^^ VTK ^ T ^ G °^^I^VtAY NN SAX K KANVKR^ 774 

7,! ^fA^^^^^^TK^GQLLERSISntAVI^YNNSArKKANV^ 774 

1 AIAXAEKALVTKKATKNGQLLERS INKAVIiAYNKSAXICKANVKRLEKE' 



75 



LD 773 
liEKELD 800 
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Spy74_M3 
Spy 7 0_M5 
Spy69_M6 
SpyS8_M2 

12357 _M13 
700294_K1 



5py74_M3 
Spy70_M5 
Spy69_M6 
Spy6 8_jyL2 
3py60_«l 
12357.M1S 
■700294_Ml 



7 5 6 LLTGL VSGKG PL AQATMVQGVYL LKT PL PL« PEYYI GLNVYFDKSGKLI YA fi 0 5 
775 LLTGIiVBCSKGPLAOAT^KVPicnrvT.rvmot or BBuirM....^. 



LLTGLV^GKG?LAQAT^^/QffVyl,LK'^PLPLPEyYIGLNVYFDXSGXLIYA 
7 53 L LTQL VEGKGPLAOATMVQGVYLLXT P L PL P EWI CLNVYFDKS GXL I YA 



^^ L ^ G KGPtAQATMVQGVVl J LKTPLPLPEyYICl^FDKSGK^^YA h 
775 Lt<TGLVEGKGPT^QATMVQGVrLLKTPLPLP£YYXGIJ>nr^FDKSGXLIYA a 
774 LLTGLVSGKGPLAQATMVQGVYLLKTPLPLPEYYIGLMVYPDKSGKLIYA B« 

aox S*™-—*^^ ■ 850 



324 
817 
824 
24 
823 



BO 5 



L DMSDT I GEG QKDAYCNP ILNVDEDNHQ VKAIJVVATIJVD YEQLD I3CTI LOT 8 55 



825 LDMSDTIGEGQKDAYGNPILNVDBH^^ a74 
313 LDMSDTIGEGQKDAYGNPILNVPBDWEGYHALAVATJLADYEGtin IKTI LN - 8 67 
8 25 I^DTIGEGQXDAYGNPILNVDEDNE^^ 87* 



624 LDMSOTlGEGQKIUYGNPILNVDBr^ „ 
851 ^MSOTicEGQKI5AYGNPILNVDm |£J 



Spry74_K3 

Spy70_tf5 

Spy69_tf6 

Spy58_M2 

SnyS0_Ml 

12357^18 

7Q0294_M1 



Spy74_W3 
Spy 7 0_tf5 
Spy g 9_M6 
Spy68_>J2 
Spy6 0_Ml 
123 57_M18 
700294 Ml 



856 SKI.SQLT3IRQVPTAAYHKAGIPQAIQNAAAHAEQLLPKPGTHSEKSSSS 
875 SKLSQLTSIRQVPTAAYHI^CIFQAIQNAAAHAEQLLPKAGTHSEKSSSS 
368 SXLSQLTSIRQVPTAAYHRACIFQAIQNAAA2AEQLLPKPGTHSEKSSSS 
875 SKLSQLTSIRQVP^AAYI^GIFQAIQNAAAEAEQLLPKPGMHSEKSSSS 
875 SKXiSQLTS IRQVPTAAYHRAG I FQAI QtfAAAEAEQLLPKPGTHS EXS SSS 
9 74 sklsqlts ikqvptaa yhhagi fqai QNAAAJEAEQLLPKPGTHS eks sss , 3 
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